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ACCESSION  M13169 M13517 DT  01-NOV-1995 (... UPDATE)
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<?xml version="1.0"?>
<entry>
<id>7T—A2~N—XID</id>
<date> Z %M B+ </date>
<name db="“pir’ acc="..” >3 /\V & £ </name>
<gene db="sp” acc="..">&{xF % </gene>
<organism db=" plr ‘acc="..">
<scientific db="pir” acc="..">4¥)1& D 4 </scientific>
<common db=“pir’ acc="..">4¥17& M & Fi & </common>
</organism>
<reference db="pir’ acc="..">X k&R
<author>Z % </author> <citation>={i7 5% 4 </citation> <volume>#</volume>
<year>FEFZF<lyear>  <title> 3k E £ </title>
<first_page>Fith N—</first_page> <last_page>§& T X—I</last_page>
</reference>
<function db=“sp” acc=".."> <desc>%>/\V & D #EESL i </desc> </function>
<keyword db="sp” acc="..">F—"J — I~')7\I~</keyword>
<feature db="“pir” acc=*.."> <type>E D 1EED A1 T GEMHER(I/EE) </type> <desc>ER D EE D

anBA</desc>
<start>BAIE i & </start> <end>#& T {if & </end> </feature>
<sequence db="sp” acc="..” length=".."> 2 /XU & D ELF|T—%3 </sequence>

</entry>
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Category Database Amount
Disease Medical Encyclopedia 3079 entries
Genome DDBJ Human 7037852 entries, 10176023644 bases
Mouse 5063486 entries, 6071844270 bases
Protein Swiss-Prot 137885 entries, 50735179 amino acids
PIR 283227 entries, 96134583 amino acids
PDB 23073 entries
Compound MDL Drug Data Report 142553 entries
(MDDR-3D) Ver. 2003.2
Interaction Ligand Ontology ENZYME, GPCR-DB, NucleaRDB, LGIC-DB
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